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Supplementary Figure 2. Representative force plots from one of the highest and lowest predicted probability patients for each
outcome. (A) and (B) for the primary and (C) and (D) for the secondary outcome prediction. (A) and (C) from one of the highest and (B)
and (D) from one of the lowest probability patients. Features in the red zone represent those features that made positive predictions
while features in the blue zone represent those features that made negative predictions. The size of each part means the contribution
of each value to predict each outcome.

Ig, immunoglobulin; RBC, red blood cell; SBP, systolic bold pressure; UPCR, urine protein/creatinine ratio.
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